Appendix Figure S1 . VEGF-C is required for postnatal lymphangiogenesis.
Appendix Figure Legends Appendix Figure S1 . VEGF-C is required for postnatal lymphangiogenesis.
VCiΔR26 and WT littermates were injected with 4-OH tamoxifen between P1 to P4 and analyses were performed at P6. Immunoflurescence staining of Prox1 color bars respectively). Significant differences were determined using two-tailed unpaired t-test. * P =0.03, N=6 (WT) N=8 (VCiΔR26) (B) Whole mount staining of lymphatic vessels in intestinal villi and LEC/lacteal quantification after three months of Vegfc deletion. Significant differences were determined using twotailed unpaired t-test. * P =0.002, N=6 (WT), N=6 (VCiΔR26). Significant differences were determined using two-tailed unpaired t-test. * P <0.05. N=6 (WT) N=7 (VCiΔR26).
(D) Fasting cholesterol concentration from blood, and cholesterol (Chol) and free fatty acid (FFA) concentration in the stools. Significant differences were determined using two-tailed unpaired t-test. * P =0.003 (Blood) * P =0.007 (Stool Chol) * P =0.0008 (Stool FFA). N=6 (WT), N=7 (VCiΔR26) (E) Fold increase of body weight during seven weeks of HFD in C57bl/6J background mice. Significant differences were determined using two-tailed unpaired t-test. * P =0.002, N=8 (WT) N=10 (VCiΔR26) (F) Area under curve (A.U.C) from the IP glucose tolerance test. Significant differences were determined using two-tailed unpaired t-test. * P =0.03, N=8 For β-galactosidase staining reaction intestinal samples were perfused with fixative containing 1% Formalin; 0,2 % Glutaraldehyde and 0,02% NP-40 in PBS.
2 h fixation was done at +4 °C with gentle mixing followed by X-Gal (1mg/ml) reaction in room temperature over night. Real-time quantitative PCR. Total RNA was extracted and isolated from indicated tissues using the NucleoSpin®RNA II Kit (Macherey-Nagel) according to the manufacturer's protocol. To eliminate contaminating DNA, RNase-free DNase I (lyophilized) was used during RNA isolation. Samples were qualitycontrolled using a Nanodrop ND-1000 or BioSpec-nano spectrophotometer.
Reverse transcription into cDNA was performed with 1 µg of total RNA using iScript™ cDNA Synthesis Kit (Bio-Rad). Real-time quantitative PCR (RTqPCR) was performed using TaqMan Gene Expression Assays (Applied Biosystems) and the iQ™ Supermix kit (Bio-Rad). RT-qPCR was carried out using a BIO-RAD C1000 Thermal cycler according to a standardized protocol. The TaqMan Gene Expression Assays used for mouse mRNA were Vegfc (Mm00437310_m1) and Gapdh (4352932E). The data were normalized to the endogenous control Gapdh to compensate for experimental variations. Fold changes were calculated using the comparative CT method. 
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